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Development: doi:10.1242/dev.147769: Supplementary information
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Supplemental Table S1 (1 μM TTNPB) – see Excel sheet 
Supplemental Table S2 (1 μM AGN193109) – see Excel sheet 
Supplemental Table S3 (Morpholinos) 
MO Sequence (5'→3') 
Rarα2.L ATC CAA AGG AAG GTG AGT GTG TGT G 
Rarα2.S CTG AAA TCC AAA CTG ACC ATA GAG T 
Rarγ1.L/S GCT GTT TGC CAT TGC CTT GTT CTA 
Rarγ1.S CTA GCC AGT AGT TGT CTT GGA ATC T 
Development: doi:10.1242/dev.147769: Supplementary information
Click here to Download Tables S1 & S2
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Supplemental Table S4 (Probe Design) 
Probes with T7 Adapters 
Primer Sequence (5'→3') 
Aldh1a2_Probe_For ACCCTTGAATCTCTAAACAGTGGC 
Aldh1a2_Probe_Rev taatacgactcactatagggAATCTCTTCTCTGGCAATCCGCA 
Cyp26a1_Probe_For GCAGGTTCCTCCAAGTGAAGC 
Cyp26a1_Probe_Rev taatacgactcactatagggCCGCAGAGTCTCCTTAATGACAC 
T_Probe_For GAACGTACAGTACCGGGTGGA 
T_Probe_Rev taatacgactcactatagggTGGTGTGATGGCACTGTTACTC 
Gdf3_Probe_For CTCAGTCTTTCCGTCTCCTTCAC 
Gdf3_Probe_Rev taatacgactcactatagggCAACCACACTCATCCACTACCA 
Wnt8_Probe_For CAACTCTTCTGATCTTCTGCCCA 
Wnt8_Probe_Rev taatacgactcactatagggGTGATTGCCAATATCCCGAAACTC 
Skida1_Probe_For CTGGAGTCGGGCTATGAAGTGG 
Skida1_Probe_Rev taatacgactcactatagggTCCTCCTGTGCCTGTAAGTGG 
Kielin_Probe_For ATTCTGTTGCCACTTCTCTTCTCC 
Kielin_Probe_Rev taatacgactcactatagggATCTCTTCATCCTCCATTTGACGC 
Kremen2_Probe_For TGTTGGTGGAGATGCTGTGG 
Kremen2_Probe_Rev taatacgactcactatagggTCTGGAATCTGGAAGATGTGGA 
Nkx6.2_Probe_For GCCGAGATGAAGACCACTCTG 
Nkx6.2_Probe_Rev taatacgactcactatagggCTCCTCGTTGTCTGAACTCTCC 
Mamdc2_Probe_For ACAGGAAGGGATGTTCTTTGATGC 
Mamdc2_Probe_Rev taatacgactcactatagggTGGCTTTCTGTCCAAACACCA 
Znf703_Probe_For AGCTGAATTCTGTGACCTCCAG 
Znf703_Probe_Rev taatacgactcactatagggCATAAAGCCGTAGGTGTACAAGG 
Znf503_Probe_For CCACTGGGTTCTGGAAGTCG 
Znf503_Probe_Rev taatacgactcactatagggTTTATAGGGTGACACAGGTGC 
Dhh_Probe_For TGCCTAATGTGCCAGAGAAGACTC 
Dhh_Probe_Rev taatacgactcactatagggACAGATGATTGGGTGTAACAAGGA 
Btg2_Probe_For CTCCCGAAAGTCAGCAAGACAC 
Btg2_Probe_Rev taatacgactcactatagggAGACACAAATTGAACCGTCCTCTC 
Hapln3_Probe_For CTTGCCGAATTTGCTGTGATTCTC 
Hapln3_Probe_Rev taatacgactcactatagggGTTCTCCGTAGCTTCTAACACCA 
Fstl1_Probe_For GAGCCCAAGAGCAAGTCTAAGG 
Fstl1_Probe_Rev taatacgactcactatagggCAGATGGTTGGAAGTCGGGA 
Supplemental Table S5 (QPCR) 
Primer Sequence (5'→3') 
F (Histone H4): GAT AAC ATC CAG GGC ATC AC 
R (Histone H4): TAA CCT CCG AAT CCG TAC AG 
Development: doi:10.1242/dev.147769: Supplementary information
